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RESEARCH IN BIOINFORMATICS

• Bioinformatics is a field of study that uses computation to 
extract knowledge from biological data. It includes the 
collection, storage, retrieval, manipulation and modeling of 
data for analysis, visualization or prediction through the 
development of algorithms and software.

• Bioinformatics is not only combination of Bio and Informatics 
but it also includes various fields like Drug Designing, 
Genomics, Proteomics, System Biology, Machine Learning , 
Advanced Algorithm, Structural Biology, Computational 
Biology and many more.













JOB OPPORTUNITIES OF 
BIOINFORMATICIANS

• Bioinformatics Software Developer
• Research Scientist / Associate
• Network Administrator / Analyst
• Computational Biologist
• Database Programmer
• Science Technician
• Content Editor
• Pharmacogenomics
• Proteomix
• Professor

https://www.sarvgyan.com/courses/science/how-to-become-scientist


DEFINITIONS

Both orthologs and paralogs are types of homologs, that is,
they denote genes that derive from the same ancestral
sequence. Orthologs are corresponding genes in different
lineages and are a result of speciation,whereas paralogs result
from a gene duplication.

Paralog is a pair of genes that derive from the same ancestral
gene.

A homolog is a gene inherited in two species by a
common ancestor. While homologous genes can be
similar in sequence, similar sequences are not
necessarily homologous.



DEFINITIONS

xenolog is a type of ortholog where the homologous 
sequences are found in different species because of 
horizontal gene transfer.
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