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Structuren: PDB 

and NDB



BIOLOGICAL DATABASES

 This main purpose of a biological databases is to Store 

and manage biological Data and information Like 

biological sequence , structures, binding sites, 

Metabolic interactions , Protein families etc.,(in 

computer related forms).

 Data are arranged by set of rules Which are 

programmed into Software that manages the data called 

Database Management System Or DBMS.





STRUCTURE DATABASE 

 MSD: The macromolecular structure database – A relational 

database representation of clean protein data bank(PDB).

 3DSEQ: 3D sequence alignment server annotation of the alignment 

between sequence database and the PDB.

 FSSP: based on exhaustive all-against- all 3D structure comparision

of protein structure currently in the protein data bank(PDB).

 DALI: Fold classification based on structure assignments.

 3DEE: Database of protein domain definitions wherein, the 

domains have been clustered on sequence structural similarity

 NDB: Nucleic acid Structure Database.



Protein Data Bank(PDB)

 What?

 A primary Databases for 3D structural  information of large biomolecules  

Such as proteins and Nucleic acids.

 How?

 X- ray crystallography

 NMR spectroscopy

 Cryo electron microscopy(rare)

 When & where?

 Started 1971 at Brookhaven National lab.

























Sequence databases

Nucleotide databases
 Protein databases.

 The biological information Of nucleic acid is available as  

sequence while the  data of protein are Available as 

Sequences and structures.sequences are represented in 

a Single dimension Whereas the structure contains the 

three dimensional Data of sequences.

 The database is complEmented with generalized 

Software for processing,archiving, Quering and 

distributIng data.

 Such databases consisting Of nucleotide sequences are 

called Nucleic acid sequence databases.









Nucleotide databases
GENE BANK:  it is a Us primary sequences Databses established in 

1998 which is maintained by NCBI( National centre for biotechnology 

information).It is very comprehensive Biological databases and 

provides 42 different resources.It Provides a simple And easy to Use 

wen interface.

https://www.ncbi.nlm.nih.gov/genbank.

EMBL: ( European molecular biology laboratory) it is Europe’s Primary 

nucleotide sequence Resource established by EMBl and maintained by 

EBI( European Bioinformatics institute ) SRS( sequence retrieval Tool) 

is a retrieval Tool.            https://www.embl.org/

DDBJ( DNA databank of Japan ) mainly collets data from Japanese 

activities.

https://www.ddbj.nig.ac.jp/.

https://www.ncbi.nlm.nih.gov/genbank
https://www.embl.org/
https://www.ddbj.nig.ac.jp/


GENE BANK

What?

The genebank database sequence is  

🔸An open access.

🔸Annotated collection of all.

.        🔸Publicly Available nucleotide sequences and their 

protein translations.

🔸It is produced and maintained by NCBI(National 

centre for biotechnology information) as the part of the 

international nucleotide sequences Databases 

collaboration (INSDC).









THANK YOU!


